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Requirements

×Windows 7 or above

Á64 bit version

Á.Net Framework 4.5.2
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.Net Framework 4.5.2

× If .NetFramework 4.5.2 was not installed, message below will 

be shown when running pGlyco.

×To download and install .NetFramework 4.5.2, please visit 
https://www.microsoft.com/en-us/download/details.aspx?id=42642
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https://www.microsoft.com/en-us/download/details.aspx?id=42642


Catalog

×Activation

×Search

×Results

×UsegLabel to annotateGPSM
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Activation

× If it is the first time you run 

pGlyco, activation dialog will 

show up. After filling all the 

blanks, click ñCopy to 

clipboardò

× After we receive the 

activation information, we 

will email the license file (a 

*.pGlyco.licensefile) to you 

via pglyco@ict.ac.cn
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Activation
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After you have received the license file 

(*.pGlyco.license), click ñImport the license 

fileò, and then import the license file.



Activation
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* The activation code is machine related, if you did the above 

activation process in a machine, the activation code you received can 

only activate that machine.

If wrong license



Catalog

×Activation

×Search

×Results

×UsegLabel to annotateGPSM
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Search

9

New an analysis

or open an existing one



Search 
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Input ñTask Nameò and 

ñOutput Pathò, all result files 

will be write into the output 

path, click ñOKò



Search
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pGlyco currently supports 

RAW and MGF (exported by 

pParse)

Click here to add RAW or 

MGF files 



Search
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Add two RAWs



Search
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Click Identification



Search
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pGlyco will run in multiple process mode for fast 

identification when there are many raw files

Search parameters like protein search engine. 

Fasta file must only contains target protein 

sequences.

**Our N-glycan database is currently only for 

human and mouse, glycans of other species 

may be not well considered.



Search
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Add selected modification 

to fix/var modifications

Delete selected fix/var

modifications



Search
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Quantitation is for future support;

Click ñCheck and Runò



Search
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1 Check the parameters. If some rows are filled by red, 

it means that these parameters are empty or incorrect!

2 After all parameters are checked, 

click ñSaveò and then click ñStartò, 

pGlyco will start to search the raw files



Search
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pGlyco is searching the raw files



Search
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pGlyco finished searching, check the result files



Catalog

×Activation

×Search

×Results

×UsegLabel to annotateGPSM
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Results

×Final result file is located in ñOutput Pathò, the file name is 

pGlycoDB-GP-FDR-Pro.txt
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The output path you specified when creating 

this analysis.



Results

×Open pGlycoDB-GP-FDR-Pro.txt in Microsoft Excel

×Column information

ÁGlySpec: spectrum name (raw_name.scan.scan.charge.mixid.dta)

ÁPepSpec: same as GlySpec

ÁRT: retention time in seconds

ÁPeptide / Mod: peptide and modification information

ÅpGlycowill automatically convert N in N-X-S/T/C to J
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Results

×Column information:

ÁGlycan(H,N,A,G,F): glycan composition,

ÅH = #Hex, N = #HexNAc, A = #NeuAc, G = #NeuGc, F = #Fuc

ÁPlausibleStruct: plausible glycan structure in canonical form, we 

can decode the canonical string into the structure (see next slide).

ÁGlySite: glycosylated site of peptide sequence

23



Results

×Decoding the canonical structure
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